Campylobacter sputorum biovar sputorum ATCC 35980 is designated the neotype strain of the species.
The species Campylobacter sputorum is composed of gram-negative, highly motile, curved bacteria that do not attack sugars and grow under microaerophilic conditions or anaerobically in the presence of an alternative electron acceptor, such as fumarate or nitrate (4, 6, 7). Campylobacter sputorum biovar sputorum is part of the normal flora of human mouths (4, 7) and is occasionally isolated from normal human feces (3). C. sputorum biovar sputorum has been isolated from clinical specimens (6), but the importance of this organism as a potential pathogenic agent is unknown. C. sputorum biovar bubulus is found in the normal reproductive tracts of cattle and sheep (7), while C. sputorum biovar fecalis is found in normal sheep feces (1) and, occasionally, in the reproductive tracts of cattle as a commensal (7). The three biovars of C. sputorum can be differentiated by their catalase activity and tolerance to 1.5% bile and 3.5% NaCl (6).
In 1914, Tunicliff (9) isolated a gram-negative, spiralshaped organism from a case of human bronchitis; this organism was later named Vibrio sputorum by PrCvot (5). In 1965, Loesche et al. (4) studied a number of strains of Vibrio sputorum which were isolated from human mouths and concluded that this organism was not sufficiently different from Vibrio bubulus to warrant placing the two organisms into separate species. Therefore, Loesche et al. renamed these organisms Vibrio sputorum subsp. sputorum and Vibrio sputorum subsp. bubulus. In this same report (4), Loesche et al. designated V . sputorum ER33 as the type strain of this species and gave a description of this strain. In 1973, VCron and Chatelain (10) assigned V . sputorum to the genus Campylobacter.
Strain ER33 is no longer extant. Campylobacter sputorum ATCC 35980 (= VPI S-17) has all of the characteristics ascribed to the original type strain of C. sputorum and has served as a reference strain for this species in several studies (2, 6, S), including a detailed study (6) involving deoxyribonucleic acid homology studies in which the relationship of C. sputorum to other campylobacters was examined. In this same report (6), a detailed description of C. sputorum biovar sputorum ATCC 35980 (= VPI S-17) was given, and it was proposed that this strain be considered the neotype strain of C. sputorum. Now we make a formal designation of strain ATCC 35980 as the neotype strain of C. sputorum.
